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4/5 Stars

Please share details on your experience with it.

Would you recommend our software to others, and if so, why?

We’re currently using ‘Ingenuity’ and
‘HGMD’ to find pathogenic variants after NGS
analysis. The filtering function and literature
search are very convenient for us because it
takes less time than just searching Pubmed.
ACMG guidelines evaluation results are useful
too.

“

Yes. Easy to use and good overall.“
Source: Associate Professor, Educational Institution
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