
IPA RNA-Seq Customer Satisfaction

How satisfied are you with the value for identifying biologically
relevant isoforms from RNA seq data using IPA?

Extremely satisfied: 14%

Very satisfied: 34%

Satisfied: 49%

Dissatisfied: 3%

Source: Survey of 35 users of Ingenuity Systems

  Validated    Published: Aug. 12, 2013   TVID: F0B-08F-439

https://www.techvalidate.com/product-research/qiagen-bioinformatics/charts/F0B-08F-439
http://www.qiagenbioinformatics.com/
https://www.techvalidate.com/

