
Case Study: QIMR and Ingenuity Variant Analysis

Introduction

This case study of QIMR is based on a March 2013 survey of Ingenuity
Systems customers by TechValidate, a 3rd-party research service.

“[The] reduced reliance on our bioinformatics team allows for
faster turn around for us, and thus greater availability of that
team for other projects. The findings link to the supporting
literature, which assists in identifying all the evidence that may
otherwise have been missed.”

“
Challenges

Solved the following challenges by deploying Ingenuity Variant Analysis:

Realized faster and easier identification of causal variants

Improved access to biological content including primary sources

Purchased Ingenuity Variant Analysis for the following reasons:

Access rich biological content in Ingenuity Knowledge Base plus
additional sources of variant level content

Reduce time to identify variants worth following up on

Use Case

Uses the following applications with Ingenuity Variant Analysis:

DNA sequencing – Whole Exome

DNA sequencing – Targeted / Gene Panel

Sequencing data is from the following platforms:

Illumina Genome Analyzer (GA) / HiSeq

Ion Torrent PGM

Complete Genomics

Results

Chose Ingenuity Systems over the following solutions:

In-house developed software

Saves 4 to 8 hours per sample using Ingenuity Variant Analysis for DNA
variant annotation and analysis.

Reduced time to results by 50 to 74% by using Ingenuity Variant Analysis
for DNA variant annotation and analysis.

Rated the following Ingenuity Variant Analysis capabilities in terms of
how differentiated they are compared to other data analysis solutions:

Accurate evidence: 4 (very differentiated)

Accessibility/ ease of use: 5 (strongly differentiated)

Sharing with colleagues/peers: 3 (differentiated)

Is extremely satisfied with the ease of use of Ingenuity Variant Analysis.

Organization Profile

Organization:
QIMR

Industry:
Foundation

About Ingenuity
Systems

QIAGEN offers industry-
leading applications for the
analysis, interpretation, and
reporting of biological data.

Understanding raw data is
one of the most significant
challenges in modern
molecular methods. Data
must be examined within
the context of complex
biological processes, and
rapidly increasing
throughput makes analyses
time and labor intensive.
QIAGEN’s portfolio of
powerful tools addresses
this bottleneck with
innovative applications
based on cutting-edge
bioinformatics.

Learn More:

QIAGEN

 Ingenuity Systems
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Source: Cameron McDonald, Post Doctoral Researcher, QIMR
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Research by

http://www.qiagenbioinformatics.com/
https://www.qiagen.com/us/
https://www.qiagen.com/us/products/bioinformatics/
https://www.techvalidate.com/product-research/qiagen-bioinformatics/case-studies/8BF-B8E-936
https://www.techvalidate.com/

